III atom is in an octahedral environment and is coordinated by the tetradentate amine-bis(phenolate) ligand, a monodentate acetate anion and a water molecule. An ethanol solvent molecule is also found in the asymmetric unit. The structure displays O-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonding. 
In the title complex, [Mn(C 36 H 50 N 2 O 2 )(CH 3 COO)(H 2 O)]Á-CH 3 CH 2 OH, the Mn III atom is in an octahedral environment and is coordinated by the tetradentate amine-bis(phenolate) ligand, a monodentate acetate anion and a water molecule. An ethanol solvent molecule is also found in the asymmetric unit. The structure displays O-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonding.
Related literature
For a related structure, see: van Gorkum et al. (2008) . For the structure of the unmetallated ligand, see: Chmura et al. (2006) . For synthetic procedures, see: Kerton et al. (2008) ; Shimazaki et al. (2000) .
Experimental
Crystal data [Mn(C 36 Table 1 Hydrogen-bond geometry (Å , ). 
Comment
In the complex acetato[2-pyridylamino-N,N-bis(2-methylene-4,6-tert-butylphenolato)]aquamanganese(III) (1), the manganese(III) ion resides in a distorted octahedral geometry. Its coordination sphere is occupied by two phenolate oxygen atoms, a tertiary amine and a pyridine nitrogen donor. The phenolate oxygens, O1 and O2, of the tetradentate ligand are trans orientated and exhibit Mn1-O1 and Mn1-O2 bond lengths of 1.8532 (14) and 1.8770 (14) Å, respectively. The O3 atom of the monodentate acetate group is trans to the amine nitrogen, N1, and the Mn1-O3 and Mn1-N1 bond distances are 1.9958 (15) and 2.1058 (16) Å, respectively. The water ligand, O5, is trans to the pyridine nitrogen donor, N2. The Mn ion is Jahn-Teller distorted along the Mn1-N2 and Mn1-O5 bonds, which are considerably elongated giving bond distances of 2.2543 (17) and 2.2434 (15) Å, respectively. This elongated axis is similar to that reported by Van Gorkum et al. (2008) , except that the previously reported structure possesses a bidentate acetate and no water ligand. Bond angles of trans-orientated ligands around Mn are slightly bent and range between 170.77 (6)° for O3-Mn1-N1 and 177.70 (6)°f or O1-Mn1-O2.
The complex exhibits both intra-and intermolecular hydrogen bonding. The water ligand acts as a hydrogen bond donor to the uncoordinated O4 of the acetate ligand. The O4···O5 interatomic distance is 2.677 (2) Å and within the typical range for hydrogen bonding between oxygen-containing hydrogen bond donor-acceptors. The uncoordinated O4 of the acetate group also displays intermolecular hydrogen bonding to an ethanol solvate molecule. The interatomic distance between O4 of the acetate and O6 [x, y-1, z] of the ethanol molecule is 2.723 (2) Å, which is within the sum of the van der Waals radii.
The ethanol ligand is the hydrogen bond donor and the acetate O6 is the acceptor. Another intermolecular hydrogen bond exists between the coordinated water ligand and the ethanol oxygen atom of a second ethanol molecule (2.7989 (18) Å for O5···O6 [-x+1, y-1/2, -z+3/2]). In this interaction, the water ligand acts as hydrogen bond donor and the solvate ethanol O-atom is the acceptor. These multiple intermolecular hydrogen bonding interactions effectively result in chains where the six-coordinate Mn complexes are bridged by solvate ethanol molecules.
Experimental
The 2-pyridylamino-N,N-bis(2-methylene-4,6-tert-butylphenol) ligand (abbreviated H 2 (O 2 NN')) was prepared according to the published methods (Kerton et al., 2008; Shimazaki et al., 2000) . Mn(OAc) 2 .4H 2 O (0.5033 g, 2.0 mmol) and H 2 (O 2 NN') (0.5619 g, 1.00 mmol) were dissolved in 95% ethanol (20 ml) and heated to reflux for one hour. The resulting dark purple solution was filtered through a glass frit while hot. Distilled H 2 O (10 ml) was added to the dark purple filtrate. As the solution cooled to room temperature, dark purple crystals suitable for X-ray diffraction precipitated out of the ethanol/wa- Ellipsoids drawn at the 50% probability level and t-butyl groups on phenolate rings removed for clarity.
Crystal data [Mn(C 36 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
